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Figure 3

Raw Data Normalized Data
Prediction Results Success Rate  Prediction Results Success Rate
TT | TN TT | TN
4 Gene 85.7% 17.2%
PT 26 4 (30/35) PT 19 0 (27/35)
model
p = 0.006* p = 0.0005
PN 1 4 PN 8 8
TT | TN TT | TN
16 82.9% 85.7%
Gene PT 27 6 (29/35) PT 22 0 (30/35)
model p = 0.047 p = 0.0001
PN 0 2 PN 5 8

TT=True Tumor, TN=True Normal, P=Predicted Tumor, PN=Predicted Normal

*All p values calculated by Fisher’s Exact Test




