Supplemental Table 3 

	Gene
	IT vs IC2 from LCM array
	Standard Tu vs Met-like 10

	Pdx-1
	-25.3
	-9.1

	Nkx6.1
	-4.5
	-11.0

	Sox9
	4.6
	11.3

	Igf2
	-50.6
	-34.7

	Gpm6a
	34.6
	105

	Serinc5
	3.0
	3.8

	Tcfap2b
	141.1
	439.3


Fold change of genes identified from affymetrix profiling of laser capture microdissected invasive carcinoma grade 2 (IC2) tumors compared to non-invasive islet tumors (IT) and  between met-like primary tumors and standard tumors.  Gene expression between met-like primary tumors and standard tumors analyzed by Q-PCR.  Gpm6a, Serinc5 and Tcfap2b are predicted miR-200 targets.
