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Supplemental Figure 1B

T/N pairs

Chromosome 3

©
C
©

O
(@]
)
>

e

P63
pEs .4
pas.2
paa.3
paa.z
P23
pzz.2
p21.33
p21.31
pai.z
plaz
AR
pi3
plz.3
piz.d
q11.1

qiz.1
q13.11
q13.13
q13.31
q13 .33
q21.2
q22.1
q22.3
q2d
qz5.1
q25 .31
q28.1
qz5.2
q26 32
9271
q28

Genes

jeell adhesl..
(differentiat...

"Auzlear ra...
ihypothetle...
inypothatic...

loxysterokol..

|sre hemelo...
Inypothetlc...

arginine-ric...
lretinoblast...
HTO21

(T-cell acth...

'G protein-c...

“roundaba...
‘nectin-ke ...
ipalan carel..

|hypothetic...

|acthrated le...

Inectin 3

Imble syste. ..

MADH den...
|zlnc fingar ...
Imuedepsin

anglomaotin...
mitochondrl...

imypothetic...
|nyp othetlc...

acetyl-coen...

‘karyopherl..

ibutyryichal..

skl ke

‘hypothetic..
RP42 hom...
's0matostatin
IHR)\S-II(E

I-mydrocyb. ..

cystelne-rc...

chemoking ...

T

Bl LOH

[_1 RETAINED [_1 UNINF

@s GS

CStage

T T [ PStage

Cp Inv
S\F/) Inv

‘2215
‘17156
1901

FE1ETES
E32TS
EZE2F
‘17118
EZEET
BT 100
‘EE0E

17052
2235
rE2sd
‘E1T114

L=l

‘1157
s1370
([E3195
1163
FEIE30

EISSS

FESSAT
E2S5E

2152
‘m1zE0
FE2E30
6141

FE2ATT
‘TE1S63



Supplemental Figure 1C

Chromosome 10
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Supplemental Figure 1D

Chromosome 15

(%)
Q
C

(]
(&)

ornithine d...

thect domal...

"ATPase, ..

foytoplasmic...

icezanne 2

"Rucleolar ...
(hypothetic...
RADSH ho...
[klannzrr ..
lsemapharl..
|nomo|og of...

inbosomal p...

laquaponn o

nypothetic...
{mypothetie...
Imitagen-ac...
|uweal auta...
stramal cell...
[*15L2 trans. ..
lintegral tp...

Inypothetle...

Klas0z1q ..

jhwpothetic...
IEoctrate ..
‘ehromodo...

“nuclearre...
lelone 1800, .
TGFE-Ind...

0 0 ..00 o-
1 101
Bffn Mm@ RO

TI
(0] (0]

i
OI
(0]

000 0 0 D
15 0

TITTT
0 IDI

I-
1 ENENs

0

I mEs .

TrT WMITTr T TT 7T THT T W@T TT

e haRiA Al
o] 0 oo o] oo (0] 0o oo
oo II I -Ill-1 -I-I I
I |
ao
in

0 0 oMoo o
BIEIEN= BEISAENE 1 BN B BN ENEIENEC BIENENE

Bl | OH

[ 1 RETAINED [_] UNINF

y /

P Markers

‘rEY0S
FE1GTTE
FR1T095
:516923
E1599
BIT1ES
JFE2E30

‘EGTET
FEEE0
E2143
3030
E3ASS

3144

‘E1912
‘1989
‘E16E15
E1TES

1165

‘mE20ES



Supplemental Figure TE

Chromosome 16
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Supplemental Figure 1F

Chromosome 17
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Supplemental Figure Legends

Supplemental Figure 1: Chromosome maps for the regions of LOH passing
permutation.

For each region of loss, the chromosome view in dChipSNP is shown. Cancer-normal
pairs are shown across the top along with associated clinical data while chromosomal
regions and the ideogram map are shown on the left. On the right of each map is the plot
of the summary LOH score. Hierarchical clustering based only on the data for each
chromosomal region is shown. Blue indicates a region of LOH, yellow indicates
Retention and white indicates the absence of informative alleles. A) Chromosome 1, B)
Chromosome 3, C) Chromosome 10, D) Chromosome 15, E) Chromosome 16, F)

Chromosome 17.





