Supplemental Tables

	SSLP

HuSNP
	LOH
	Retention
	Non-informative

	LOH or Retention 

60330 (60.4%)
	LOH 20971 (21%)
	16389 (78.2%)
	825 (3.93%)
	3757 (17.9%)

	
	Retention 39359 (39.4%)
	311 (0.79%)
	34363 (87.3%)
	4685 (11.9%)

	Non-informative 39495 (39.6%)
	6829 (17.3%)
	16567 (41.9%)
	16099 (40.8%)


Table 1. Comparison of SSLP and HuSNP calls. The calls (LOH, retention and non-informative) are analyzed and shown for the HuSNP method on the left side of the table. The same loci are analyzed using SSLP method and the breakdown of calls is shown on the right hand side of the table.  The SSLP based method identified 78.2% of the LOH calls made by the HuSNP array and 87.3% of the retention calls. In addition SSLP provided calls (either LOH or retention) for 59.2% (17.3% + 41.9%) of those loci called non-informative by HuSNP. Less than 1% of the loci identified as retention by HuSNP were scored as an LOH by SSLP. Similarly, 3.9% of the alleles called LOH by HuSNP were scored as retention by SSLP.

	HuSNP

SSLP 
	LOH
	Retention
	Non-informative

	LOH or Retention 

75284 (75.4%)
	LOH 23529 (23.6%)
	16389 (69.7%)
	311 (1.32%)
	6829 (29%)

	
	Retention 51755 (51.8%)
	825 (1.59%)
	34363 (66.4%)
	16567 (32%)

	Non-informative 24541 (24.6%)
	3757 (15.3%)
	4685 (19.1%)
	16099 (65.6%)


Table 2. Comparison of HuSNP and SSLP calls. The calls (LOH, retention and non-informative) are analyzed and shown for the SSLP method on the left side of the table. The same loci are analyzed using HuSNP method and the breakdown of calls is shown on the right hand side of the table.   HuSNP identified 69.7% of the LOHs and 66.4% of the retention calls generated by SSLP. HuSNP provided calls (either LOH or retention) for 34.4% (15.3% + 19.1%) of the non-informative alleles called by SSLP.
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	Chr.
	HuSNP
	SSLP
	
	HuSNP
	SSLP

	
	
	
	
	
	

	1
	26.7
	28.7
	
	20.8
	20.6

	2
	12.5
	12.0
	
	19.5
	13.1

	3
	70.2
	61.6
	
	20.6
	20.0

	4
	33.8
	32.7
	
	57.4
	46.1

	5
	2.1
	9.2
	
	50.1
	45.0

	6
	18.5
	17.4
	
	28.1
	27.3

	7
	16.5
	7.8
	
	14.2
	11.5

	8
	59.7
	56.0
	
	29.6
	24.1

	9
	52.6
	53.6
	
	51.6
	52.3

	10
	40.1
	35.9
	
	44.6
	44.5

	11
	30.5
	31.1
	
	24.7
	20.5

	12
	31.6
	24.0
	
	22.9
	17.7

	13
	0.0
	0.0
	
	71.3
	62.3

	14
	0.0
	0.0
	
	23.3
	21.4

	15
	0.0
	0.0
	
	55.3
	47.9

	16
	31.2
	24.0
	
	35.3
	35.9

	17
	88.3
	83.9
	
	31.4
	23.7

	18
	20.6
	22.4
	
	36.9
	34.6

	19
	48.8
	45.7
	
	42.9
	36.2

	20
	23.5
	28.3
	
	23.1
	17.1

	21
	0.0
	0.0
	
	22.6
	21.2

	22
	0.0
	0.0
	
	33.0
	31.4


Table 3. Comparison of LOH percentage per chromosomal arm using HuSNP and SSLP.

	10K Array

HuSNP 
	LOH
	Retention
	Non-informative

	LOH or Retention 12988 (61.3%)
	LOH 5354 (25.3%)
	5214 (97.4%)
	15 (0.28%)
	125 (2.33%)

	
	Retention 7634 (36.1%)
	174 (2.28%)
	6886 (90.2%)
	574 (7.52%)

	Noninformative 8187 (C 38.7%)
	2393 (29.2%)
	3350 (40.9%)
	2444 (29.9%)


Table 4. Analysis of the LOH calls using the 10K array and comparing them to those generated by the HuSNP array. The total number of calls and their breakdown (LOH, retention or non-informative) generated using the HuSNP array is shown on the left side of the table. The calls with their breakdown using the 10K array at the same loci are shown on the right side of the table. The 10K array identifies the majority of the LOH and retention calls generated by the HuSNP platform (97.4% and 90.2%, respectively). The percentage of calls which are different between the two arrays is small. The 10K array contradicts 2.28% of the retentions and 0.28% of the LOH events identified using HuSNP. The 10K array provides calls (either LOH or retention) for 71.7% (29.2%+ 40.9%) of the loci that the HuSNP method identified as non-informative.  

	HuSNP

10K array
	LOH
	Retention
	Non-informative

	LOH or Retention

18032 (85.2%)
	LOH 7781 (36.7%)
	5214 (67.0%)
	174 (2.24%)
	2393 (30.8%)

	
	Retention 10251 (48.4%)
	15 (0.15%)
	6886 (67.2%)
	3350 (32.7%)

	Non-informative 3143 (14.8%)
	125 (3.98%)
	574 (18.3%)
	2444 (77.8%)


Table 5. Analysis of the LOH calls using the HuSNP array and comparing them to those generated by the 10K array. The total number of calls and their breakdown (LOH, retention or non-informative) generated using the 10K array is shown on the left side of the table. The calls with their breakdown using the HuSNP array at the same loci are shown on the right side of the table. The HuSNP method identifies 67.0% of the LOH events and 67.2 % of the retention events called by the 10K array method. The HuSNP method contradicts 2.24% of the LOH events and 0.15% of the retentions identified by the 10K array. The HuSNP method provides calls for 22.3% of the loci called non-informative by the 10K array method.

	10K array

SSLP
	LOH
	Retention
	Non-informative

	LOH or Retention 16080 (75.9%)
	LOH 5923 (28.0%)
	5703 (96.3%)
	93 (1.57%)
	127 (2.14%)

	
	Retention 10157 (48.0%)
	595 (5.86%)
	8771 (86.4%)
	791 (7.79%)

	Non-informative 5095 ( 24.1%)
	1483 (29.1%)
	1387 (27.2%)
	2225 (43.7%)


Table 6. Analysis of the LOH calls using the 10K array and comparing them to those generated by the SSLP method. The total number of calls and their breakdown (LOH, retention or non-informative) generated using the SSLP method is shown on the left side of the table. The calls with their breakdown using the 10K array at the same loci are shown on the right side of the table. The 10K array identified 96.3% and 86.4% of the LOH and retention events respectively identified by SSLP. The rate of conflict was 1.57% and 5.86% respectively for retentions and LOH events, respectively. The 10 K array provided calls (either LOH or retention) for 56.3% of the loci identified as non-informative by the SSLP method.
	SSLP

10K array
	LOH
	Retention
	Non-informative

	LOH or Retention

18032 (85.2%)
	LOH 7781 (C 36.7%)
	5703 (73.3%)
	595 (7.65%)
	1483 (19.1%)

	
	Retention 10251 (48.4%)
	93 (0.907%)
	8771 (85.6%)
	1387 (13.5%)

	Non-informative 3143 (14.8%)
	127 (4.04%)
	791 (25.2%)
	2225 (70.8%)


Table 7. Analysis of the LOH calls using the SSLP method and comparing them to those generated by the 10K array. The total number of calls and their breakdown (LOH, retention or non-informative) generated using the 10K array is shown on the left side of the table. The calls with their breakdown using the SSLP method at the same loci are shown on the right side of the table. The SSLP method identified 73.3% and 85.6% of the LOH and rentention calls respectively identified by the 10K array. The rate of conflict was 7.65% for LOH and 0.91% for retentions. The SSLP method provided calls for 29.2% of the loci identified as non-informative by the 10K method. 

