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Figure S1 : Dendrogram showing agglomerat ive cluste r ing of ALL and AML
samples using a hie rachical method with ave rage l inkage and N=3000 genes
selected by the ir coe ff ic ient of variat ion
(www.biostat.harvard.edu/complab/dchip/ ) . Upper color bar indicate s ALL
(pink) and AML (purple) . Lower co lor bar indicates furthe r part it ioning of ALL
samples into B (teal) and T (green) cel ls.



Figure S2 : SOM and NMF consensus c luster ing matr ices for the leukemia datase t
with 5000 genes at k=3.



Figure S3 : Approximate nest ing patte rn observed for medulloblastoma classes
discovered by NMF. The rank-4 fac toriza t ion, which model se lect ion does not
predict to be robust, is omitted .

Figure S4: NMF ana lysis of central nervous system embryonal tumors. The data
is datase t A from Pomeroy e t al . Gene expr ess ion -based c lass i f i cat ion and outc ome
pr edi c t io n of c entral nervous sys tem embryonal tumor ’ , Nature 415, 2002, 436-442, and is
ava ilable at ht tp://www.broad.mit .edu/cancer . We ex tracted a se t of 34 samples
inc luding 10 classic medulloblastomas (MD) , 10 malignant gl iomas (Mgl io) , 10
Rhabdoids (Rhab), and 4 normals (Ncer) . Dendrogram from hierarchica l
c luster ing in Figure 7a of main paper with sample labels included.
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Figure S5 : This picture shows more detai ls for the k=3 (3-centroid ) and k = 4 (4-
centroid) SOM results shown in Figure 7c in the main paper: c luster ing consensus
clustering matr ix (r ight) and associated dendrogram (lef t) .



Class Assignment of
Central Nervous System Tumors

samples type class

Bra in_MD_12 medul lob l as toma 3

Bra in_MD_61 medul lob l as toma 3

Bra in_MD_15 medul lob l as toma 3

Bra in_MD_57 medul lob l as toma 3

Bra in_MD_33 medul lob l as toma 3

Bra in_MD_64 medul lob l as toma 3

Bra in_MD_17 medul lob l as toma 3

Bra in_MD_62 medul lob l as toma 3

Bra in_MD_63 medul lob l as toma 3

Bra in_MD_32 medul lob l as toma 3

Bra in_MGl io_1 mal ignant g l i oma 4

Bra in_MGl io_2 mal ignant g l i oma 4

Bra in_MGl io_3 mal ignant g l i oma 4

Bra in_MGl io_4 mal ignant g l i oma 4

Bra in_MGl io_5 mal ignant g l i oma 4

Bra in_MGl io_6 mal ignant g l i oma 4

Bra in_MGl io_7 mal ignant g l i oma 4

Bra in_MGl io_8 mal ignant g l i oma 1

Bra in_MGl io_9 mal ignant g l i oma 4

Bra in_MGl io_10 mal ignant g l i oma 4

Bra in_Rhab_1 rhabdoid 1

Bra in_Rhab_2 rhabdoid 1

Bra in_Rhab_3 rhabdoid 1

Bra in_Rhab_4 rhabdoid 1

Bra in_Rhab_5 rhabdoid 1

Bra in_Rhab_6 rhabdoid 1

Bra in_Rhab_7 rhabdoid 1

Bra in_Rhab_8 rhabdoid 1

Bra in_Rhab_9 rhabdoid 1

Bra in_Rhab_10 rhabdoid 2

Bra in_Nce r_1 normal 2

Bra in_Nce r_2 normal 2

Bra in_Nce r_3 normal 2

Bra in_Nce r_4 normal 2

Figure S6 : C lass assignments for rank k=4 NMF cluster ing shown in Figure 7b of
main paper.


