Raw data for the Sanger Cell Line Project (SCLP) Affymetrix gene expression data are available through Broad Cancer Program Software File Download Utility.
The scan names for samples could be found in the Sanger Cell Line Project Affymetrix Data Information file “Sanger_affy_n798_sample_info_published.xls”.

Point the web browser to http://www.broad.mit.edu/cgi-bin/cancer/web_tools/get_files/index.cgi
Paste the desired scan names in the text query box 1. Leave CEL checkbox checked in box2. Enter a name for the download zip file. Then press “Get Files”.

For questions regarding downloads, please contact Jun Lu, junlu@broad.mit.edu
